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design for re-use

WWW:  “view source”, open linking, 
standard languages

Internet: “end to end”, open connection, 
standard protocols

design for re-use



the rule of least power: 

powerful languages inhibit information reuse



the network principles now apply to 
information and content

technical and legal standards allow the 
“compatible communication” in information 

and content networks

access to PSI in standard technical and 
legal forms enables dramatic innovation



the neurocommons

27,266 papers

4,563 papers

41,985 papers

10,365 papers

128,437 papers





“transglutaminase catalyzes cross-linking of 
huntingtin into intranuclear inclusions”

copyrights on a forced move?
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“find me genes involved in signal 
transduction that are related to pyramidal 

neurons”



“find me potential drug targets for 
alzheimer’s disease, based on what is 

publicly known”



DRD1, 1812 adenylate cyclase activation
ADRB2, 154 adenylate cyclase activation
ADRB2, 154 arrestin mediated desensitization of G-protein coupled receptor protein signaling pathway
DRD1IP, 50632 dopamine receptor signaling pathway
DRD1, 1812 dopamine receptor, adenylate cyclase activating pathway
DRD2, 1813 dopamine receptor, adenylate cyclase inhibiting pathway
GRM7, 2917 G-protein coupled receptor protein signaling pathway
GNG3, 2785 G-protein coupled receptor protein signaling pathway
GNG12, 55970 G-protein coupled receptor protein signaling pathway
DRD2, 1813 G-protein coupled receptor protein signaling pathway
ADRB2, 154 G-protein coupled receptor protein signaling pathway
CALM3, 808 G-protein coupled receptor protein signaling pathway
HTR2A, 3356 G-protein coupled receptor protein signaling pathway
DRD1, 1812 G-protein signaling, coupled to cyclic nucleotide second messenger
SSTR5, 6755 G-protein signaling, coupled to cyclic nucleotide second messenger
MTNR1A, 4543 G-protein signaling, coupled to cyclic nucleotide second messenger
CNR2, 1269 G-protein signaling, coupled to cyclic nucleotide second messenger
HTR6, 3362 G-protein signaling, coupled to cyclic nucleotide second messenger
GRIK2, 2898 glutamate signaling pathway
GRIN1, 2902 glutamate signaling pathway
GRIN2A, 2903 glutamate signaling pathway
GRIN2B, 2904 glutamate signaling pathway
ADAM10, 102 integrin-mediated signaling pathway
GRM7, 2917 negative regulation of adenylate cyclase activity
LRP1, 4035 negative regulation of Wnt receptor signaling pathway
ADAM10, 102 Notch receptor processing
ASCL1, 429 Notch signaling pathway
HTR2A, 3356 serotonin receptor signaling pathway
ADRB2, 154 transmembrane receptor protein tyrosine kinase activation (dimerization)
PTPRG, 5793 transmembrane receptor protein tyrosine kinase signaling pathway
EPHA4, 2043     transmembrane receptor protein tyrosine kinase signaling pathway
NRTN, 4902 transmembrane receptor protein tyrosine kinase signaling pathway
CTNND1, 1500 Wnt receptor signaling pathway
`





http://hcls1.csail.mit.edu:8890/sparql/?query=prefix%20go%3A%20%3Chttp%3A%2F%2Fpurl.org%2Fobo%2Fowl%2FGO%2
3%3E%0Aprefix%20rdfs%3A%20%3Chttp%3A%2F%2Fwww.w3.org%2F2000%2F01%2Frdf-
schema%23%3E%0Aprefix%20owl%3A%20%3Chttp%3A%2F%2Fwww.w3.org%2F2002%2F07%2Fowl%23%3E%0Aprefix
%20mesh%3A%20%3Chttp%3A%2F%2Fpurl.org%2Fcommons%2Frecord%2Fmesh%2F%3E%0Aprefix%20sc%3A%20%3
Chttp%3A%2F%2Fpurl.org%2Fscience%2Fowl%2Fsciencecommons%2F%3E%0Aprefix%20ro%3A%20%3Chttp%3A%2F%
2Fwww.obofoundry.org%2Fro%2Fro.owl%23%3E%0A%0Aselect%20%3Fgenename%20%3Fprocessname%0Awhere%0A%
7B%20%20graph%20%3Chttp%3A%2F%2Fpurl.org%2Fcommons%2Fhcls%2Fpubmesh%3E%0A%20%20%20%20%20%7
B%20%3Fpaper%20%3Fp%20mesh%3AD017966%20.%0A%20%20%20%20%20%20%20%3Farticle%20sc%3Aidentified_
by_pmid%20%3Fpaper.%0A%20%20%20%20%20%20%20%3Fgene%20sc%3Adescribes_gene_or_gene_product_mention
ed_by%20%3Farticle.%0A%20%20%20%20%20%7D%0A%20%20%20graph%20%3Chttp%3A%2F%2Fpurl.org%2Fcommo
ns%2Fhcls%2Fgoa%3E%0A%20%20%20%20%20%7B%20%3Fprotein%20rdfs%3AsubClassOf%20%3Fres.%0A%20%20
%20%20%20%20%20%3Fres%20owl%3AonProperty%20ro%3Ahas_function.%0A%20%20%20%20%20%20%20%3Fres%
20owl%3AsomeValuesFrom%20%3Fres2.%0A%20%20%20%20%20%20%20%3Fres2%20owl%3AonProperty%20ro%3Are
alized_as.%0A%20%20%20%20%20%20%20%3Fres2%20owl%3AsomeValuesFrom%20%3Fprocess.%0A%20%20%20gra
ph%20%3Chttp%3A%2F%2Fpurl.org%2Fcommons%2Fhcls%2F20070416%2Fclassrelations%3E%0A%20%20%20%20%20
%7B%7B%3Fprocess%20%3Chttp%3A%2F%2Fpurl.org%2Fobo%2Fowl%2Fobo%23part_of%3E%20go%3AGO_0007166%
7D%0A%20%20%20%20%20%20%20union%0A%20%20%20%20%20%20%7B%3Fprocess%20rdfs%3AsubClassOf%20go
%3AGO_0007166%20%7D%7D%0A%20%20%20%20%20%20%20%3Fprotein%20rdfs%3AsubClassOf%20%3Fparent.%0
A%20%20%20%20%20%20%20%3Fparent%20owl%3AequivalentClass%20%3Fres3.%0A%20%20%20%20%20%20%20%
3Fres3%20owl%3AhasValue%20%3Fgene.%0A%20%20%20%20%20%20%7D%0A%20%20%20graph%20%3Chttp%3A%
2F%2Fpurl.org%2Fcommons%2Fhcls%2Fgene%3E%0A%20%20%20%20%20%7B%20%3Fgene%20rdfs%3Alabel%20%3F
genename%20%7D%0A%20%20%20graph%20%3Chttp%3A%2F%2Fpurl.org%2Fcommons%2Fhcls%2F20070416%3E%0
A%20%20%20%20%20%7B%20%3Fprocess%20rdfs%3Alabel%20%3Fprocessname%7D%0A%7D&format=&maxrows=50





this is the equivalent of modern proprietary 
knowledge management in pharma

PSI enabled this to be done in 6 months of 
two people’s work...

the results are already public and being 
used here in Queensland


